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SUMMARY

This document describes the main data types which can imported into StrataBugs. These are largely confined to fossil
distributional data, but some contain comments and other ancillary information. Table 1 displays a summary of the
information contained in the 10 most frequently encountered file types. Mandatory information (i.e. that which will
always be present in the file) is shown in green, whereas optional information (i.e. that which the data provider may or
may not include in the export file) is shown in blue. Some optional information is presented merely as text and cannot
be imported into StrataBugs.

Section 1 2 3 4 5&6 7 8 9 10
StrataBugs CSV (inc
Data type | DEX old Checklist RRIRG Ragware) Tilia STRATS | Bugware PD
CHK + .CSV,.ASC, .TRN
File type (s) | . .TXT,.DAT fileset .DAT,.RG TXT .TIL,.ASC fileset .DE[F/N/P] .TXT

Source program
Well name
Well code

Depth units
Dual sample
depths

Sample type
Sample label

Sample ID
Abundance
scheme

Taxon ID
Discipline
Datum depth
Datum type
Multiple wells
Multiple
disciplines
Well header data
Location
Sample range
Analyst

Spud date

Completion date
Sample Created
date

Sample Modified
date
Quantitative
data
Semiquantitative
data

Qualifiers
(?/Rw/Cv)

TD

IGD

IGD Schemes
Cores

Casing

Sample lithology
Sample age
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1 - StrataBugs DEX files (.DEX)

Taxa and IGD (DEX)

DEX data files can be imported using the Organiser Application (also Index in v1.8 and earlier).
preferred format for the transfer of data between StrataBugs users. This format enables information entered in one
system to be transferred to another in its entirety. Taxon occurrences, well header details, sample depths, types,
labels, details, ages, analysts, abundance schemes, depth units and taxon categories are all managed by this format.
Quantitative, semi-quantitative and mixed abundances are recognised. IGD (Interpreted Geological Data) from multiple
disciplines and multiple wells and can be transferred (but not IGD from multiple versions). IGD schemes used in each
well may be optionally transferred.

Each section of data is preceded by a section header in square brackets.

The Prolog section defines basic information about the origin of the file.
Abundance format section describes the abundance scheme used in the dataset, if required.
The Header section provides details of each sample are listed in turn.

The following example displays taxon occurrence data for a well (shown here in two columns to save space).| RoLOG]

File Format = DEX Paleo Data Exchange Format
Software = StrataBugs JSBUGS
Data prepared by = StrataData Ltd

Location = Ottershaw, UK
Date Locale = C
Date = 22-Apr-2004

[ABUNDANCE FORMAT]
Scheme ID = 1

Scheme name = Default Abundance Scheme

Number of categories = 6
Category number = 1
Name : Present

Entry : P

Low Bound : 1

Output Value : 1
Category number = 2

Name : Rare

Entry : R

Low Bound : 2

Output Value : 2
Category number = 3

Name : Common

Entry : C

Low Bound : 5

Output Value : 5
Category number = 4

Name : Abundant

Entry : A

Low Bound : 15

Output Value : 15
Category number = 5

Name : Dominant

Entry : D

Low Bound : 50

Output Value : 50
Category number = 6

Name : Outside count

Entry : +

Low Bound : 0O

Output Value : 0

[HEADER]

Well Name = Examplel
Well Code = EXAMPLE1
Country = NOWHERE

Type = Borehole

Units = metres

Spud Date = 01-Jan-1995

Completion Date = 01-Jan-1996

Terminal depth = 1800.00m

Depth Datum = RTE

Abundance scheme ID = 1
Discipline : M

[SAMPLE 216m CU]
Base Depth = 216.00m

DEX is currently the
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=

te..

=

te..

In addition to taxon occurrence data, IGD can be exchanged in this format either together with taxon occurrence data
or in separate files. Below are examples of some of the IGD types. Each IGD item is identified by a section header
enclosed in square brackets.

IGD schemes optionally selected for export:

=
g
a

E

tc...
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=

te..

=

tc..

=

tc.

Well header information:

=

te..

IGD intervals in well (chronostratigraphy):
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Etc..

IGD intervals in well (lithostratigraphy):

Etc..

IGD intervals in well (sequences):

Etc..

IGD intervals in well (palaeoenvironments):

Etc..

IGD intervals in well(lithologies):
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=

tc..

=

te..

Etc..
IGD intervals in well (biozones):

=
g
a

Q
o
»
ol
=}
Q

=
g
a
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IGD schemes (DEX)

Use these files to import an entire IGD scheme (with colours where appropriate). Several Chronostratigraphy schemes
in DEX format are currently available for download from the StrataData website. To do this in Organiser, open Tools |
IGD schemes | [select IGD type], then select Add, then Read DEX, navigate to the correct file and press Open. Press
OK, enter a name for the new scheme and press OK again to save it to the database.

[PROLOG]

File Format = DEX Paleo Data Exchange Format
Software = StrataBugs JSBUGS

Data prepared by = StrataData Ltd

Location = Ottershaw, UK

Date Locale = C

Date = 05-Jan-2004

[Chronostratigraphy Scheme]

Scheme name = Harland et al 1989_wallchart
Scheme ID : 83

Number of units : 200

Unit = Phanerozoic
Abbreviation : PH
Type = Eon
Youngest : 0.0
Oldest : 570.0
Dictionary ID : 2064
Colour : 157,168,194

Unit = Cenozoic
Abbreviation : CZ
Type = Era
Youngest : 0.0
Oldest : 65.0
Dictionary ID : 2065
Colour : 222,105,19

Unit = Quaternary
Abbreviation : Q
Type = Period
Youngest : 0.0
Oldest : 1.64
Dictionary ID : 2066
Colour : 219,221,150

Unit = Holocene
Abbreviation : HOL
Type = Epoch
Youngest : 0.0
Oldest : 0.01
Dictionary ID : 2067
Colour : 255,255,255

Unit = Pleistocene
Abbreviation : PLE
Type = Epoch
Youngest : 0.01
Oldest : 1.64
Dictionary ID : 2068
Colour : 219,221,150

Unit = Neogene
Abbreviation : NG
Type = Period
Youngest : 1.64
Oldest : 23.3
Dictionary ID : 2069
Colour : 239,224,98

Taxa Sets and Groups (DEX)

DEX files can be used to transfer Groups and Sets of taxa from one StrataBugs user to another. Used in conjunction
with the DEX taxa occurrence files and DEX Chart template files. To import taxa from a DEX file Open Taxon Database
| File | Import from DEX file, select the file and press Open and add the taxa as a new group. They can also be
imported in Organiser | Taxon Dictionary| Edit | Read, and saved as new taxa or as a group in the taxonomic database.
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Chart template (DEX)

The DEX format can also be used to import a Chart template from another StrataBugs user. Use this in conjunction
with Sets/Groups import, Taxa and IGD import to reproduce another user’s chart exactly using imported data. To
import a chart template in Charts open Chart | Template, press Import and select the file and press Open.

[PROLOG]

File Format = DEX Paleo Data Exchange Format
Software = StrataBugs

Data prepared by = StrataData Ltd

Location = Ottershaw, UK

Date Locale = C

Date = 23-Nov-2004

[CHART TEMPLATE]
Template name = Nile Delta foram Distribution Chart2

Panel number = 0

Attributes : 1[90(10(140116117310120|250|M|0|Depth|C|0[0[308]0
Panel number = 1

Attributes : 13]90]0(213]518|30|0|0|-1|F|0|Chart Key|0[30]0|0]|0[1]0[0[O0[1]1[1]0
Panel number = 2

Attributes : 9[90116|40116(17310/20(1250/M|0||16]/0/0[1]0|0[1]308|0]0|0|0|0|0|1]1
Panel number = 3
w0 EEE]

[END OF FILE]

Composite Standards (DEX)

The DEX format can also be used to transfer complete composite standards from one StrataBugs database to another.
The files are read and written from within Organiser in the Tools | Composite Standards dialog. The resulting file will
appear like this:

[PROLOG]

File Format = DEX Paleo Data Exchange Format
Software = StrataBugs JSBUGS

Date Locale = C

Date = 16-Aug-2005

[SPECIES LIST]

Species = Gyroidinoides nitidus
ID : 4444
Category : FOBC
Genus : Gyroidinoides
Species : nitidus

Species = Marginotruncana marginata
ID : 5076
Category : FOP
Genus : Marginotruncana
Species : marginata

[COMPOSITE STANDARD]
Name = Demo Composite Standard
Top = 60.0
Base = 675.0
Event = Gyroidinoides nitidus
ID : 1
Species id : 4444
Paired : true
Use as top or base : true
Created : 27-Feb-2001
Cieeator 3 SY§
Top : 60.0
Base : 0.0

Event = Marginotruncana marginata
ID : 2
Species id : 5076
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Paired : true

Use as top or base : true
Created : 27-Feb-2001
Creator : SYS

Top : 75.0
Base : 0.0
———————— etc

[END OF FILE]

Event Dictionary (DEX)
This is available from Organiser in Tools | Event Dictionary | Read... The format is similar to the above, with a species
list, but with the following section instead of a composite standard section:

[EVENT LIST]
Event = Acarinina bulbrooki
ID : 1268

Paired : true

Use as top or base : true
Created : 22-Apr-2005
Creator : BR

Palaeoenvironment Schemes (DEX)
The DEX format can be used to read and write Palaeoenvironment schemes via Organiser, in the Tools |
Palaeoenvironment Schemes | Add/Edit scheme dialog.

Lines of Correlation (DEX)
The DEX format is used to transfer LOCs between StrataBugs databases. The looks like this:

[PROLOG]

File Format = DEX Paleo Data Exchange Format
Software = StrataBugs JSBUGS

Data prepared by = StrataData Ltd.

Location = Ashford

Date Locale = C

Date = 22-Mar-2004

[PROJECT]
Name = StrataBugs Project 1

[LOC]
Well = StrataBugs-1
Composite standard = Standard 1

Depth 1 = 825.0
Depth 2 = 811.0
CSU 1 = 94.6

CsU 2 = 90.5
Line width = 0.3
Colour = 255,0,0

[LOC]
Well = StrataBugs-1
Composite standard = Standard 1

Depth 1 = 835.0
Depth 2 = 825.0
CSU 1 = 94.6

CSU 2 = 94.6
Line width = 0.3
Colour = 255,0,0

The file is read from the Event LOC dialog in Organiser by pressing the "Read" button.



Examples of typical import file formats 11

2 - StrataBugs file (.TXT, .DAT) (old format)

StrataBugs data files can be imported using the Organiser Application. This format contains information about sample
depths, types, abundance schemes, depth units and taxon categories in one or more disciplines for single wells.
Quantitative, semi-quantitative and mixed abundances are recognised, but not samples weights, split factors or
occurrence split factor counts. This format does not support sample labels or samples with multiple analysts. The
functionality of this format was superceded by DEX format files from V1.6

Most of the fields in the file are delimited by the TAB character and can therefore only be edited with great care.

The header contains information about the data source and well data (well nhame, location, spud and completion dates,
field, block, quadrant, depth datum, elevation,, latitude and longitude and depth units).

** StrataBugs dump from: StrataData Ltd Ottershaw, UK

*WELL

Examplel EXAMPLEL NOWHERE 0 0
01-Jan-1995 01-Jan-1996 0 N 00 0 0 E 0 0
0 1800 0 0 0 1w M

This is followed by an indication of the Discipline (M=micropalaeontology, P=palynology, N=nannofossils,
A=Macrofossils). The semi-quantitative Abundance Scheme is listed next followed by the number of Taxa. Each Taxon
occupies 2 rows, the first displays the unique database identifier, followed by the full taxon name. The next row
displays the taxon category and the various components of the taxon name. All items are “tab” separated.

*FSSABND M
ABNSCHME
P Presentl
R Rare2
C Common5
A Abundantl5
D Dominant50
+ Outside count0
TAXA 10
16267 Abrocythereis spp.
0s Abrocythereis sSpp -
19617 Acarinina mckannai sl.
FOP Acarinina mckannai sl.
16274 Allomorphina paleocenica
FOBC Allomorphina paleocenica
16281 Ammodiscus dubius
FOBA Ammodiscus dubius
19618 Ammonia cf. annectens
FOBC Ammonia @it o annectens
19619 Ammonia "beccarii"
FOBC Ammonia " beccarii "
16283 Ammonia compressiuscula
FOBC Ammonia compressiuscula
16284 Ammonia confertitasta
FOBC Ammonia confertitasta
19620 Ammonia inflata inflata
FOBC Ammonia inflata inflata
16286 Ammonia ketienziensis
FOBC Ammonia ketienziensis

The final section contains information about each sample is displayed in rows:

Row commencing with S = sample data displaying sample depth, sample type (valid values CU, CO, SC, OC) and
LOG.

Row commencing with D = sample details displays the details of the sample anlysis for the discipline, including the
analyst, source, picker, date and comments.

Row commencing with T = Taxon data (one per taxon) displays ID no., qualifiers (optional - valid values are ?, R or
both), semi-quantitative abundance and/or numeric counts, caved (optional)

Row commencing with A = Taxon occurrence ancillary data, preservation, colour and comments.

SAMPLES
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3 - CHECKLIST II (.CHK + .DO0O, .DO01, etc. or .CHK + .DAT)

Checklist data files can be imported using the Organiser Application. There appear to be two versions of output file
from Checklist. For the early version, the Checklist dataset is contained in a humber of files of which only two types are
mandatory:

[filename].CHK - This is the master file and contains the abundance format, nhumber of species and samples, species
names and sample labels

[filename].D0O, DO1, etc. - These are abundance files. Each file contains the taxon abundance for each group of ten
samples (1 -9, 10 - 19, etc., and (optionally) comments for each of the samples

Other files which may form part of the file set but which are not essential to import taxon occurrence data into
StrataBugs are:

[filename].HDR - header file with additional well information

[filename].ABF - abundance format for semiquantitative abundance schemes [does StrataBugs read this?]
[filename].SPC - a list of codes for each taxon

[filename].LST - records the last sample worked on

[filename].CMT - contains Comment field titles

[filename].DEP - depth values for each sample

Example CHECKLIST II file (earlier [filename].CHK format)

EXAM_CHK «— FILENAME (no of characters??
EXAMPLE CHECKLIST FILE; MICROFOSSILS «— WELLNAME; DISCIPLINE (optional)
NUMBER OF SPECIMENS «— STYLE (“FREE FORM”, “RELATIVE ABUNDANCE”, “PRESENT ABSENT”, "POINT COUNT”")
10 ~— NUMBER OF TAXA
10 ~— NUMBER OF SAMPLES
\END « END OF SECTION MARKER
0 «— LEFT BINARY TREE POINTER - IGNORED BY STRATABUGS
0 «— RIGHT BINARY TREE POINTER - IGNORED BY STRATABUGS
Abrocythereis spp. « FIRST TAXON NAME
2 ETC..

0
Acarinina mckannai sl.
3
1
Ammonia ketienziensis
4
2
Allomorphina paleocenica
5
3
Ammodiscus dubus
6
4
Ammonia cf. annectens
7
5
Ammonia "beccarii"
8
6
Ammonia compressiuscula
9
7
Ammonia confertitasta
10
8
Ammonia inflata inflata
0
9
\END « END OF SECTION MARKER
00216.00-00216.00 « SAMPLE LABEL (free format, usually one or two depths)
00233.00-00233.00
00266.00-00269.00
00270.20-00270.20
00283.25-00283.25
00304.00-00304.00
00316.00-00316.00
00326.00-00326.00
00356.00-00356.00
00366.00-00366.00
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Example CHECKLIST II file (earlier [filename].D0OO format)

NB Rows 2 - 11 represent a list of 10 samples to which comments can be appended. Thereafter there is always a row
for the dummy sample followed by abundances for each species in nine samples in turn.

10 — ROW 1 — NUMBER OF TAXA
00 — ROW 2 — COMMENT FOR FIRST SAMPLE IN FILE
01
02
03
04
05 Core chip — COMMENT - IGNORED BY STRATABUGS
06
07
08
09 — COMMENT FOR LAST OF 10 SAMPLES
— ROW FOR DUMMY TAXON
RW — ABUNDANCE OF FIRST SPECIES IN FIRST SAMPLE

«— ABUNDANCE OF FIRST SPECIES IN SECOND SAMPLE

«— ABUNDANCE OF FIRST SPECIES IN NINTH SAMPLE
«— ROW FOR DUMMY TAXON
«— ABUNDANCE OF SECOND SPECIES IN FIRST SAMPLE

44

20

67
32
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15

20

50

50

70

42

123

15

15
15

(&2

«— ABUNDANCE OF NINTH SPECIES IN NINTH SAMPLE

A later version of Checklist II generates the following files:

[filename].CHK - the master file similar to the earlier format but is more explicit about the data it contains
[filename].DAT - this replaces the earlier [filename].D00, D01, etc. files and contains abundance data for all species

in all samples.

Other files which may form part of the dataset but which are not required to import taxon occurrence data into

StrataBugs are:

[filename].HDR - header file with additional well information
[filename].LST - last sample worked on

[filename].SPC - codes for each taxon

[filename].CMT - sample comment format

[filename].SNF - sample name format

[filename].SAC - comments for each sample
[filename].ABF - abundance format

[filename].DEP - depth values for each sample
[filename].SCM - comment on each species in each sample

Example CHECKLIST file (later [filename].CHK format)

REM *** CHECKLIST II Data Set. Master Data File.
Data Set Name EXAMPLE CHECKLIST IMPORT
Report Title EXAMPLE CHECKLIST IMPORT

Abund Format = NUMBER OF SPECIMENS OR “FREE FORM”, “RELATIVE ABUNDANCE”,
Abund ColWidth = 5
Sp CommentLen = 0
SP Matrix Size = 10
SA Matrix Size = 10
Species In Use = 10
Samples In Use = 10
\END «— END OF SECTION MARKER
0 — IGNORED BY STRATABUGS

0 «— IGNORED BY STRATABUGS

“PRESENT ABSENT”, ”POINT COUNT”
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Abrocythereis spp. « FIRST TAXON NAME
2 «— LEFT BINARY TREE POINTER - IGNORED BY STRATABUGS
0 «— RIGHT BINARY TREE POINTER - IGNORED BY STRATABUGS

Acarinina mckannai sl.
3
1
Ammonia ketienziensis
4
2
Allomorphina paleocenica
5
3
Ammodiscus dubus
6
4
Ammonia cf. annectens
7
5
Ammonia "beccarii"
8
6
Ammonia compressiuscula
9
7
Ammonia confertitasta
10
8
Ammonia inflata inflata
0
9
\END «— END OF SECTION MARKER
00216.00-00216.00 «~ SAMPLE LABEL
00233.00-00233.00
00266.00-00269.00
00270.20-00270.20
00283.25-00283.25
00304.00-00304.00
00316.00-00316.00
00326.00-00326.00
00356.00-00356.00
00366.00-00366.00

Example CHECKLIST file (later [filename].DAT format)

For each sample in turn there is an array as follows. The sample depth and label (optional) occupy the first 25 columns
(optional). From column 27 numerical or semiquantitative abundances of each taxon are listed in fields up to
AbundColWidth characters wide and separated from the next by a space. Absent taxa are marked by a full stop or
period (i.e.".”). The semiquantitative schemes in Checklist II are user defined and can be matched against or added to
StrataBugs schemes during the Mtach | Abundance stage. In numerical abundance datasets ? and X are also allowable
characters in addition to numerals but their significance should be checked in each case. X can be taken to mean

"Present" or "Present outside the count".

216.0 CUT RW ° 6 3 ° ° ° 70

28810 CuT o o ° ° o ? + 42

266.0-269.0 CUT o 44 ° ° o

270.20 SWwWC o 30 ° 67 1 o

283.25 COR 4 20 53 32 o 3 20 123 °

304.0 CuT 2 5 2 ° o 2 o 15 2

316.0 CUT ° 1 o 2 ° ° 5 5 5 5
326.0 CUT ° ° 2 o ° 5 50 15 5 RW
356.0 CUT 5 £ 5 o ° 15 50 15 5 5
366.0 CUT cv ° 5 o ° 2 ° 50 15
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4 - Robertson Research (RG) format file (.DAT)

RG data files can be imported using the Organiser Application. The format permits a single file to contain multiple
datatypes. Sample types will need translating during import. More than one discipline may be present in the file. This
import program can also deal with a variant of the RG format output of taxon occurrence data from the SIS program.
Any record which begins with a “*” will be ignored.

The well header data are usually given as a set of field values at the beginning of the file, i.e.

WELLNAME=

WELLNO=internal unique well number
UNITS=M or F

TD=depth value

DATUM=depth value

DATUMTYPE= (one of KB,RTE,SL,SB)

AUTHOR=

CREATE=

The following data are arranged in a sequence of “datatypes”. Valid “datatypes” which can be imported by StrataBugs
are:

RG Datatype StrataBugs equivalent

$Datatype = Header = well header information (not read by StrataBugs, often absent)

microfossil occurrences
palynomorph occurrences
nannofossil occurrences
microfossil comments
palynomorph occurrences
nannofossil comments
microfossil biozones
palynomorph biozones
nannofossil biozones
$Datatype = Ages chronostratigraphy
$Datatype = Flit lithostratigraphy
$Datatype = Lcom = lithological comments (read into Macrofossil comments)

$Datatype = Mpal
$Datatype
$Datatype
$Datatype = Mcom
$Datatype = Pcom
$Datatype = Ncom
$Datatype = Mzon
$Datatype = Pzon

$Datatype = Nzon

q

Each datatype is qualified by a series of records separated by a field separator character (FS=), which is usually a “~"
symbol. Where a data item is missing there will therefore be two consecutive separator symbols.

The taxon occurrence data records are arranged as follows:
Wno~Category~d1~Code~Count~Taxon~Taxontype~Agediag~fmin~fmax~bugid

Record definitions are as follows:

Wno = The Unique integer well reference identifier. Ignored by StrataBugs.
Category = A character defining sample type. Valid values are D (cuttings), C (core), S (sidewall core). Translated during import.
d1 = The depth value in the current units associated with the base of the sample interval
Code = An integer representing the semi-quantitative taxon abundance. Valid values are 1 (Present), 2 (Rare), 3 (Occasional), 4 (Common), 5 (Abundant), 0
(Barren), -1(Caved), -2 (reworked) and -3 (outside the count). This field will be blank if numerical abundances recorded.
Count = Numerical (quantitative) taxon abundance. In addition the following integers can be used 0 (Barren), -1(Caved), -2 (reworked) and -3 (outside the count).
Taxon = Name of taxon. This is an undivided text string and may need translating during import.
Taxontype = A single character representing the taxon category. These are ignored by StrataBugs.
Agediag = A single letter (Y or N) indicating if a taxon is age diagnostic. Indicated as a Marker taxon by StrataBugs.
fmin = Function unknown. Ignored by StrataBugs.
fmax = Function unknown. Ignored by StrataBugs.
bugid = Unique numerical indentifier. Ignored by StrataBugs (since this field is mis-used in SIS format RG files)

A typical example of a Robertson RG format file is:

hkkkhkhkhkkhkhhkhkkkhkk Ak hkkkkkk kA Kk hk Ak hk kK hhkkhkhhkhkkkhkhkkhkkk kA khk kK Kk k& Kk k% K%

AUTHOR=JOHN ATHERSUCH «— WELL HEADER. IGNORED BY STRATABUGS
CREATE=940214.1206

REVISION=RGL0053403356

DIVISION=BIOA

FS=~

Kk Kk Kk ok Kk ok ok kK ok kK ok ok kK ok K ok K ok K ok kK ok ok ok ok ok o ok ok ok ok ok ok ok ko kK ok ok ok R ok K ok kK

*

WELLNAME=EXAMPLE RG IMPORT «— WELL NAME

WELLNO=9999 «— WELL NUMBER.IGNORED BY STRATABUGS
UNITS=F «— DEPTH UNITS

DATUM=120.00 «— DATUM

DATUMTYPE=KB — DATUM TYPE

TD=14440. — TD

*
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«— DISCIPLINE. VALID VALUES ARE MPAL, PALY and NANN

«— FIRST MPAL TAXON DATA (SEE RECORD DEFINITIONS)

«— DISCIPLINE. VALID VALUES ARE MPAL, PALY and NANN (or NPAL)

« FIRST PALY TAXON DATA (SEE RECORD DEFINITIONS)

A SIS file uses an alphanumeric code instead of numerals for the bugid record. Both the Code record and Count
record may display identical numeric values indicating a particular rank in an undefined semiquantitative abundance.
The StrataBugs RG Import program will deal with these issues. A typical SIS file fragment:
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IGD data types will appear like this in RG format:

Boundary types are translated as follows:
N & ? = StrataBugs Probable
U & ? = Questionable Unconformity
F & ? = Fault
N = Confident
U = Unconformity
F = Fault
All other values = Possible

Chronostratigraphy:

*

$DATATYPE=AGES
*

9999~1~13190.00~13190.00~N~+~~~~
9999~1~13190.00~13255.00~N~L~UPPER CRETACEQUS~~~~
9999~2~13190.00~13255.00~N~L~TURONIAN~~ v
9999~2~13255.00~13280.00~U~~LOWER VALANGINIAN - LOWER BARREMIAN~~ ~ e~
9999~2~13280.00~13300.00~N~~LOWER VALANGINIAN~ -~~~
9999~2~13300.00~13342.00~N~L~'UPPERMOST' RYAZANIAN~~~~
9999~1~13255.00~13390.00~U~~LOWER CRETACEQUS~~~~

Lithology comments:

*

$DATATYPE=LCOM
*

9999~20~13190.00~0.00~0~0~0.00~0~0~CHALKY LIMESTONE: very light grey, hard,
blocky, porcellaneous.~

9999~20~13255.00~0.00~0~0~1.00~0~0~CHALKY LIMESTONE: pale red, hard, blocky,
porcellaneous.~

9999~0~13256.00~0.00~0~0~1.00~0~0~CALCAREOUS MUDSTONE: greyish red, moderately
hard, slightly waxy.~

Microfossil biozones:

*

$DATATYPE=MZON
*

9999~1~13190.00~13190.00~N~~~mm
9999~1~13190.00~13255.00~N~L~MUK25 - MUK21~~rns
9999~1~13255.00~13260.00~?N~S~rv v
9999~1~13260.00~13320.00~N~~MLK16? - MLK11~~~~
9999~1~13320.00~13350.00~N~~MLK17 v
9999~1~13350.00~13440.00~N~~UNASSIGNED~~~~

Microfossil comments:

*

$DATATYPE=MCOM
*

9999~51~13190.00~0.00~0~0~0.00~0~0~RARE MICROFOSSILS (WHITE & PINK CHALK
PRESERVATION).~

9999~-50~13190.00~0.00~0~0~0.00~0~0~CENOSPHAERA SPP. (SMALL)~
9999~0~13220.00~0.00~0~0~0.00~0~0~$F3HEDBERGELLA DELRIOENSIS, $FO
RECORDED PREVIOUSLY AT 12710' INDICATES AN AGE NO YOUNGER THAN

TURONIAN.~
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5 - Ragware file (.ASC)

The CSV/Ragware/Tilia import program in Tools can be used to import Ragware ASCII files. This example has top and
base depths for each sample but no sample type or analyst. The original Categories are shown in the row beneath the
palynomorph names but are ignored by StrataBugs. Occurrence records are quantitative. No depth units are provided in
the file. You must assign the correct depth units, sample types and discipline during import. The example below is
displayed as it would appear in a text editor.

Sample Data,,,srrrrrrrrs

top, base, ABROCYTHEREIS SP.,ACARININA MCKANNAI SL,ALLOMORPHINA PALEOCENICA,AMMODISCUS DUBUS, AMMONIA CF
ANNECTENS, AMMONIA "BECCARII", AMMONIA COMPRESSIUSCULA,AMMONIA CONFERTITASTA, AMMONIA INFLATA
INFLATA, AMMONIA KETIENZIENSIS,

IIAIBIDIDICICICICICICI

213,216,1Rw,,3,,,,70,,,6,

230123311I1I?1IXI42I1I1

26612691144111111111

270.2,270.2,,30,67,1,,,,,4,

283.25,283.25,4,20,32,,3,20,123,,,53,

301/ 304IRICI1IRI IAIRI IRI

3:|-3I3:|-6II]-:IRIIIIIIII

323,326,,,,,C,D,A,C,Rw,R,

353,356,,2,,,A,D,A,C,C,C,

363,366,Cv,,,,R,,D,A,,C,

The same data displayed in a spreadsheet style looks like this:

Sample
Data
<
Zz (92} < <<
. ] z ) E = ®
@ 3 i > 2| 3| 9
. < | %) O = %) = > Z
o = a 3 ] = 175 = = L
2 b4 < o 4 s w o < N
%) < = =) z < e fm} = z
|| 2 < a < Q o o < w
o Q =z %) LL 8 = zZ — =
w = 5 S O m o (] I'ZI‘ L
T < o S b = (&) (&) = X
S 2 £ @ < < < < < <
5| 2 g =) 2 =z =z Z Z Z
o o ol o o o o o o o
I o < = = = = = = = =
< a (s} (&) | = = = = = = =
o o < | < < < < < < < < <
A B D D C C C C C C
213 216 | 1Rw 3 70 6
230 233 1 X 42
266 269 44
270.2 270.2 30 67 1
283.25 | 283.25 4 20 32 3 20 123 53
301 304 | R C R A R R
313 316 P R
323 326 C D A C Rw R
353 356 ? A D A C C C
363 366 | Cv R D A C

Note: Cells which must be populated are shown in yellow.

The example above shows both numeric and semiquantitative data in a single file. In reality this is unlikely to be the
case. Qualifiers (?, Caved, Reworked) will not be present. X may mark "outside the count" occurrences.
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6 - CSV taxa file (.CSV)

This section describes the steps for the old CSV import tool. From Oct 2005 there is also an import option in the
Organiser application which is more flexible.

The CSV/Ragware/Tilia import program in Tools can be used to import CSV files saved from spreadsheets such as Excel.
The format is very flexible and it is easy to edit a file in Excel so that it conforms to a style which can be read by
StrataBugs. It is necessary to select a number of options on the main StrataBugs CSV Import dialog to identify which
column in the file contains which data type. The minimum requirement is a set of depths in column 1 and a set of taxa
in row 2, with abundances of each taxon at each depth shown as a matrix.

The well name, sample analyst, discipline and depth units are not imported even if they appear in the CSV file. These
must be known and identified during the import. It is not possible to import multiple analysts in a single session.

This example has two depths for each sample (top and base of a cuttings depth range) and sample types. Occurrence
records of these microfossils are semiquantitative and should be matched against an identical abundance scheme in
StrataBugs during import.

Sample Data,,,rrrrrrrrrrsry

top, base, type, label, Notes/Comments, Abrocythereis sp.,Acarinina mckannai s.l.,Allomorphina
paleocenica, Ammodiscus dubus,Ammonia cf. annectens,Ammonia "beccarii",Ammonia compressiuscula, AMMONIA
CONFERTITASTA,Ammonia inflata inflata,Ammonia ketienziensis,

+rrr,0S,FOP,FOBC, FOBA, FOBC, FOBC, FOBC, FOBC, FOBC, FOBC,

,216,CU,,This a sample,1Rw,,3,,,,70,,,6,

233,233,CU,,,y,s,21,1,42,,,,

26612691CUIIII44IIIIIIIII

,270.2,8C,SWC no.3,,,30,67,1,,,,,,,

,283.25,Cc0,Core chip,,4,20,32,,3,20,123,,,53,

304, CU, , 1 RCp Ry AR, R,

I316ICUIIIIPIRIIIIIIII

I326ICUIIIIIIICIDIAICIRWIRI

1 356,CU, 55 %o 0o, D, A,C,C,C,

7366 ,CU, , ;CV, Ry D, B, €,

If you are editing a CSV file before importing it to StrataBugs you will find it easier to do this while it is displayed in a
spreadsheet style like this:

Sample
Data
<
&
©
|8 . 3| E
A g s E| £| 3
g o » 2 . B o S =
© o 2 S = @ 0 = 0
§2) Iy s (% o c 5] o % = N
c 7] o S -8 c Q o} S QC)
) » B © Q £ o] © 4
E D = o ] w 3 <] S} = ©
IS o € = 3 3} E o < = x
3 2 @ s 2 o o o = o o
(@] s, £ 5 kel = = = z = c
) ) c <] <] 1] 1] o] o o
[ ™ o) ko) 1) = g € £ £ 1] = IS £
g g | < o ] S ] 2 £ £ £ £ = £ £
= Re] 2 ) =z < < < < << << < << < <
oS FOP | FOBC | FOBA | FOBC | FOBC | FOBC | FOBC | FOBC | FOBC
Highest
216 | CU sample 1Rw 3 70 6
233 233 | CU fal X 42
266 269 | CU 44
SWC
270.2 | SC | no.3 30 67 1
Core
283.25 | CO | chip 4 20 32 3 20 123 53
304 | CU R C R A R R
316 | CU P R
326 | CU C D A C Rw R
356 | CU ? A D A C C C
366 | CU Cv R D A C

Note: Cells which must be populated are shown in yellow. Rows must be arranged as shown even if unpopulated
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CSV data for import to StrataBugs should be arranged in a spreadsheet as follows:

ROWS

Note: Row 1 - The text is freestyle and not mandatory, and not read by StrataBugs, but the row itself is mandatory
Row 2 - Column headers: text is freestyle but should relate to column contents. Taxon names must not contain *,”;
sp. can be converted to spp. and uppercase names can be capitalised during the import process.

Row 3 - Category type: text not mandatory, row mandatory, ignored on import.

Row 4 onwards - text as appropriate to column

COLUMNS (limit of 256)
Note: The order of columns in the import file must be set in CSV import dialog

Columns 1 and 2 - Sample depths (top and base) - at least one of these columns must be present. Typically, if there
is only a single depth value this will be the base depth. Numbers up to 2 decimal places will be read, but rounded as
appropriate to sample type when displayed in StrataBugs (nn for CU; nn.n for SC; nn.nn for CO)

Column 3 - Sample type - column not mandatory, non standard sample types can be translated on import. Single
default sample type must be selected if column absent, or for any sample type entries which are blank.

Column 4 - Sample label - column not mandatory, freestyle text (maximum 15 characters) will appear as label in
Sample panel if option selected.

Column 5 - Notes - column not mandatory. Freestyle notes can be copied to the Comments panel of the selected
discipline.

Column 6 onwards - taxa occurrences. Numeric or relative (semi=quantitative or ranked) abundances. Relative
abundances will be matched to existing abundance schemes on import. Other characters (Rw, Cv, ?, etc.) can be
matched appropriately on import). Zero occurrence fields can remain blank. Symbols (in this example “+”) can be
translated to “outside the count” occurrences during import. Limit of 256 columns in Excel may require multiple files.
The taxon names in this example have several formatting and spelling errors which should be corrected during the
import procedure i.e.:

Abrocythereis sp. should be converted to spp.

Acarinina mckannai sl. must be edited so that s.l. is placed in a qualifier field

Allomorphina paleocenica is correct

Ammodiscus dubus is a spelling error of Ammodiscus dubiusand must be edited during import
Ammonia cf annectens will be automatically edited so that the cf appears in a qualifier field
Ammonia “beccarii” must be edited so that “ are placed in qualifier fields

Ammonia compressiuscula is correct

AMMONIA CONFERTITASTA should be capitalised to Ammonia confertitasta

Ammonia inflata inflata must be edited so that the subspecies name is placed in the correct field
Ammonia ketienziensis is correct
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7 - Tilia file

Tilia files can be read by the Organiser application (from Sept 2005). For systems without this update use the CSV/Tilia
import tool from Tools. There is an option in the StrataBugs CSV/Tilia Import tool to set the import parameters for Tilia
files so there is no need to select these parameters manually as for CSV files. The format only allows for numeric
abundances , depth units and analysts are not recorded. Tilia files must contain numerical count data and not calculated
percentages. There are several export file formats available from Tilia. We have illustrated below an example from
each version (1x and 2x) which can be read by the Organiser or the StrataBugs CSV/Tilia Import.

Tilia file (version 1 - ASCII format)
There are four sections in the file:

Section 1
Row 1 - Tilia version number
Row 2 - The first two numbers indicate the number of taxa and the number of samples, respectively.

Section 2

Column 1 - taxon index record, ignored by StrataBugs.

Column 2 - “-1" purpose unknown, ignored by StrataBugs.

Column 3 - Group reference (often not included), ignored by StrataBugs.

Column 4 - Taxon name (as a text string). StrataBugs will attempt to read the taxon name correctly starting at the
11" character. Non standard names will require editing during import.

Section 3

List of samples and sample types (optional). This is a free format label from which the import program will attempt to
read the depth and type. If sample types are not specified a single default type must be selected during import. You
must also assign the correct depth units to the well during import.

Section 4
Each row represents the abundance of taxa in the above list order. Each value is followed by a space, a zero and
another space.

Tilia file (version 1 - Tilia ASCII format)

Note: The example below is displayed as it would appear in a text editor in proportional-spaced font (Courier).
Tilia version 1

10101 1 0 0 0 0 O — NO. of TAXA, No. of SAMPLES, REST IGNORED BY STRATABUGS
Al -1 A ABROCYTHEREIS SP. « LIST OF TAXA STARTING IN COLUMN 11, REST OF LINE IGNORED
A2 -1 B ACARININA MCKANNAI SL

A3 -1 D ALLOMORPHINA PALEOCENICA

A4 -1 D AMMODISCUS DUBUS

A5 -1 C AMMONIA CF ANNECTENS

A6 -1 C AMMONIA "BECCARII"

A7 -1 C AMMONIA COMPRESSIUSCULA

A8 -1 C AMMONIA CONFERTITASTA

A9 -1 C AMMONIA INFLATA INFLATA

Bl -1 C AMMONIA KETIENZIENSIS

216 dc

233 dc

269 dc

270.2 swc

283.25 core

301 dc

313 dc

323 dc

353 dc

363 dc

10000000402000000010 — ABUNDANCES OF FIRST TAXON IN LIST
00O0O 4403002005 010001000
3000006703200020000000O0
0000O00100O0O00OO0OO0COO0OOO®O0O
0010000030200050150260
0010000020 00O0O0O0O50050000

70 0 42 0 0 0 0O 0 123 0 15 0 0 0 15 0 15 0 50 O
0000O0O0OO0O0OO0O200O05050150
0010000O00O0OO0O0OO0OO0LTO0S500O00O0

6 00000005302000205050

t 1t EACH ABUNDANCE ID DISPLAYED FOLOWED BY “space zero space”




24 Examples of typical import file formats

Note that the taxon abundance data can span more than one line, and successive taxado not necessarily begin on a
new line.

Tilia file (version 2 — General format)
There are three sections in the file:

Section 1
Row 1 - Well name preceded by # and a space.
Row 2 - The two numbers indicate the number of taxa and the number of samples, respectively.

Section 2

Column 1 - indented by 6 spaces - taxon index record, an 8 character abreviation of the taxon name, ignored by
StrataBugs.

Column 2 - Group reference (often not included), ignored by StrataBugs.

Column 3 - Taxon name (as a text string). StrataBugs will attempt to read the taxon name correctly starting at the
18" character. Non standard names will require editing during import.

Section 3

Consists of pairs of rows for each taxon. The first row displays the sample depth and type (optional). This is a free
format label. If sample types are not specified a single default type must be selected during import. You must also
assign the correct depth units to the well during import. The second row records the abundance of taxa for each sample
in turn.

Note: This example below is displayed as it would appear in a text editor in proportional-spaced font (Courier).

# Example Tilia 2 «— WELL NAME - ignored by StrataBugs
10 10 « NO. of TAXA, No. of SAMPLES
Abrocyth A ABROCYTHEREIS SP. « LIST OF TAXA STARTING IN COLUMN 18
Acarmcka B ACARININA MCKANNAI SL
Allopale D ALLOMORPHINA PALEOCENICA
Ammodubu D AMMODISCUS DUBUS
Ammocfan C AMMONIA CF ANNECTENS
Ammo”be” C AMMONIA "BECCARII"
Ammocomp C AMMONIA COMPRESSIUSCULA
Ammoconf C AMMONIA CONFERTITASTA
Ammoinin C AMMONIA INFLATA INFLATA
Ammoketi C AMMONIA KETIENZIENSIS
216 dc — SAMPLE DEPTH AND (optionally) TYPE OF FIRST SAMPLE
1000300000O0O0700000O0C60O0 «— ABUNDANCES OF ALL TAXA IN SAMPLE
233 dc
0000OO0O0O0OO01O010420000000
269 dc
0044 0000000O0OO0CO0OO0OOOO0OO
270.2 swc
00300670100000000O00O0O00O
283.25 core
4 020 03200030200 123 00000530
304 dc
205000002000150200020
316 dc
001020000000O0OO0GCOOO0OOGOCDO
326 dc
0000OO0O0O0OO0O50500150501020
356 dc
0010000O015 0500150505050
366 dc

1000000020005001500050
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8 — STRATS (.TRN fileset)

Strats data files can be imported using the Organiser Application. Strats data is imported from a group of files all
having a common number in the file name and the file extension .TRN. The CATnnnn file lists the others in the group.
Multiple disciplines can be imported. IGD data may be present but are not imported by StrataBugs. Well name, depth
units, sample types and abundance schemes are all contained in the dataset. Three files are required to import taxon
occurrence data to StrataBugs.

STRATS Catalog file (CATnnnn.TRN)

STRATS Species file (MSPEnnnn.TRN)

STRATS Sample database (MSDBnnnn.TRN)

Column 1 = Depth and depth untis

Column 2 = Sample type (options are CUT, SWC, COR)

Column 3 = Taxon database ID no.

Column 4 = Semiquantitative abundance

Column 5 = Numerical abundance

Column 6 = Aff. Counts. Recorded as "Questionable" counts by StrataBugs
Column 7 = Questionable counts. Added to aff. Counts if both are non zero.
Column 8 = R or C to indicate Reworked or Caved.
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9 - BUGWARE (.DEF, .DEN, .DEP)

Bugware data files can be imported using the Organiser Application. Bugware data come in a single file for each
discipline (typically .DEF, .DEN or .DEP for foraminifera, nannofossils and palynology, respectively). The initial header
block contains information about the well and the data set and is self-explanatory. Following this are blocks of text
separated by ...~ displaying the abundance of each taxon, sample by sample. The sample depths are preceded by
"@"” and the taxon names by “=". There is also a TOTAL FOSSILS row preceded by a “#” which is not read by
StrataBugs. Each taxon name is followed by numeric abundance enclosed in “[]” starting at the 45" column and having
a maximum of 5 digits. Between the taxon name and the abundance there may also be a semiquantitative term
starting at the 33™ column. These terms are read by StrataBugs and you will have a chance to assign them to a
semiquantitative scheme in your database.

Reworked taxa are marked by the semi-quantitative term REWORKED. Optional species codes appear after the
bracketed taxon abundance.

Marker taxa are denoted by a "+" or "/" in column 1. These are read and assigned as Markers in StrataBugs.

Palaeoenvironmental and water depth information is denoted by a ")" in column 1, and optinocally read into
StrataBugs. Comment lines beginning with "*", ";", "g&" or " (" are appended to the sample notes. Comment lines
beginning with "!" are added to the biostratigraphic comments or the sample notes depending on the StrataBugs

option selected.

BUGWARE VER: 2001.1.3
API: 9876543210
AREA: Nowhere
BLOCK: 123

OCS (Lease): 54321

WELL NUMBER: 1

OPERATOR: Exipoil
PALEONTOLOGIST: John Athersuch
SOURCE : Bugware, Inc
FIRST SAMPLE: 216

LAST SAMPLE: 366

DATE: March, 2004

@Q@ERQ Start Sample Data

@216.00-216.00

! First sample studied
=Abrocythereis sp.
=Allomorphina paleocenica
=Ammonia compressiuscula
=Ammonia ketienziensis
#TOTAL FOSSILS:

® oW
o o

@233.00-233.00

=Ammonia cf annectens
=Ammonia "beccarii"
=Ammonia compressiuscula
#TOTAL FOSSILS:

s e
= N

@266.00-269.00
=Acarinina mckannai sl. [44 ]
#TOTAL FOSSILS: [44 ]

@270.20-270.20

=Acarinina mckannai sl.
=Allomorphina paleocenica
=Ammodiscus dubus

#TOTAL FOSSILS:

@283.25-283.25
=Abrocythereis sp.
=Acarinina mckannai sl.
=Allomorphina paleocenica
=Ammonia cf annectens
=Ammonia "beccarii"
=Ammonia compressiuscula
=Ammonia ketienziensis
#TOTAL FOSSILS:

@304.00-304.00

=Abrocythereis sp. [2
=Acarinina mckannai sl. [5
=Ammonia cf annectens [2
=Ammonia compressiuscula [1
=AMMONIA CONFERTITASTA [2
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Second example:
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10 - PD format

PD data files can be imported using the Organiser Application. These files are produced by the PD program once
distributed by Intergeos. They are simple files with a structure which contains 2 record types: a sample record followed
by a taxon occurrence record.

216.00 - 216.01

Abrocythereis sp. Present Reworked

Allomorphina paleocenica Rare In Situ
Ammonia compressiuscula Abundant In Situ
Ammonia ketienziensis Few In situ

233.0 - 233.01

Ammonia annectens Present Confer
Ammonia "beccarii" Present In Situ
Ammonia compressiuscula V Common In Situ

266.0 - 269.0

Acarinina mckannai s.l. V Common In Situ
270.20 - 270.21 SWCore

Acarinina mckannai s.l. V Common In Situ

Allomorphina paleocenica Abundant In Situ

283.25 - 283.26 Core

Abrocythereis sp. Rare In Situ

Acarinina mckannai s.l. V Common In Situ
Allomorphina paleocenica V Common In Situ
Ammonia annectens Rare Confer

Ammonia "beccarii" V Common In Situ
Ammonia compressiuscula Abundant In Situ
Ammonia ketienziensis V Common In Situ
.............................. EEE

The import program constructs a well name and code from the file name minus the file extension.
The import program assumes that the data type is always Palynology.

It does not matter how many blank rows separate the sample from the occurrence records, the program will always try
to read a line as a sample depth. It will fail if a taxon name starts with a number.

There will be an error if the occurrence data are not preceded by a sample record.

There is no unit information in the file and the depths are always assumed to be in meters. Since there must be depth
range for samples in PD, the lower depth is commonly set to a small increment of the upper depth. If the sample type
is not a cutting, this depth range is ignored and the first depth of the range is taken as the sample depth.

The second depth may be followed by a sample label and/or a sample type. The string is matched against known
sample types (Core or SWCore) and any other string is assigned to the sample label. A blank sample type is assumed
to be a cutting.

The occurrence record is TAB delimited. The first field contains a taxon name as a single string. There is no category
information. The second field is the abundance. In the example the abundance is always semi-quantitative, but if there
are numbers in this field, it will read these.

The semi-quantitative abundance scheme is fixed and the reader will try to find a matching scheme in the database
which contains the following classes:
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Present 1

V Rare 2

Rare 3

Few 5
Common 10
V Common 20
Abundant 50

The third field contains In Situ, Reworked, Confer or Affinis. The last two terms are converted to a '?' occurrence by the
import program.

After reading the file, Match Taxa, Match Abundances and Match Wells should be completed before saving the data.
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11 - Lithology data

You may import interpreted lithology, sample % lithology data and schemes from other StrataBugs users or from ASCII
files exported from other programs such as AppleCore and OpenWorks.

Interpreted Lithology

AppleCore format: this is the format output specifically by AppleCore. It comprises a place holder column containing
the string LTH, two columns showing, respectively, the upper and lower depths of each lithology interval, and a fourth
column containing a lithology code. The columns can be tab space or comma separated. The codes must be matched
to StrataBugs codes. An example from AppleCore is:

WELLNAME (optional)

LTH,369.57,370.94,1001
LTH,370.94,371.4,1008
LTH,371.4,372.77,1001
LTH,372.77,375.21,1008
LTH,375.21,376.89,1001
LTH,376.89,377.34,1008

General format: this format comprises two columns, the first containing an upper depth and the second containing a
lithology code. The columns can be tab, space or comma separated. An example from OpenWorks follows.

This format is described as "CSV 'Depth | Lithology code' ":

WELLNAME (optional)
900,1001

1049,1008
1529,1001
1563,1008
1577,1001
1993,1008

2000, 1001

The lithology interval is defined as from the first depth to the second depth. The last depth has a "spot" lithology which
not shown on a chart.

The following shows: "TABBED 'Depth | Lithology Description ' with header":

The following example is "TABBED 'Top depth | Base depth | Lithology Description' with header":

TOP BASE LITHOLOGY
599.5 660.5 LIMESTONE
660.5 665.5 ANHYDRITE
665.5 767.5 LIMESTONE
767.5 772.5 ANHYDRITE
772.5 800.5 LIMESTONE
800.5 805.5 ANHYDRITE

The following example shows "CSV 'Top depth | Base depth | Lithology description':

Top,Base, Lith
100,110, sandstone
110,120, shale
120,130, limestone

The following example shows "Openworks TABBED lithology":

STRATABUGS-1 167 -152 SANDY SHALE 34
STRATABUGS-1 288 -263 SANDY SHALE 34
STRATABUGS-1 515 -500 SANDY SHALE 34
STRATABUGS-1 525 =510 CALCAREOUS MED SAND 61
STRATABUGS-1 537 -522 SANDY SHALE 34
STRATABUGS-1 544 -529 CALCAREOUS MED SAND 61

STRATABUGS-1 632 -617 SANDY SHALE 34
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Sample % lithology
To import % lithology on a sample by sample basis a file of the following format is required.

For each depth the % of each lithology type is shown -999 indicates no value. Of course the lithology types must be
matched against the standard StrataBugs lithology types.

Lithology Schemes

The imported data must be matched against the standard StrataBugs lithology types. You can create schemes which
provide the mapping between the codes in the imported data, and the StrataBugs codes. You can create one yourself
or import one from another StrataBugs user. The example shown below of is part of an AppleCore lithology scheme.

The four columns of data show the Host and donor lithology codes and descriptions.

Lithology Index files
These files enable the lithology match schemes to be copied from one system to another, for use within the Organiser
Tools | Lithology Matching dialog.

There are two types of file, the following example is written by StrataBugs:
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1010, "argillaceous sandstone",1288, "shaly sand"
1005, "siltstone", 1289, "silt/siltstone"

1007, "sandy siltstone",1290, "sandy silt"

1000, "clay", 1291, "clayey silt"

1021, "mudstone (Dunham)",1292,"shale/mudstone"
1003, "silty mudstone",1293,"silty shale"

1004, "sandy mudstone", 1294, "sandy shale"

1000, "clay", 1295, "clay/claystone"

1020, "coal/lignite", 1296, "organic shale"

The above file will provide both the external lithology descriptions and the equivalent StrataBugs lithology codes,
allowing the lithology match scheme to be saved immediately.

The second type of file is an OpenWorks lithology description file. In this case, once this is read into the Lithology
Matching dialog, the equivalent StrataBugs lithologies must be selected for each required lithotype:

LANDMARK NAME STRING ID

CONGLOMERATE 82

BRECCIA 83

GLACIAL TILL 110
COARSE SAND 63

BEDDED SAND 73

CROSS BEDDED SAND 74
SANDSTONE MC 141
MEDIUM SAND 52

FINE SAND 43

LITHIC COARSE SAND 40
LITHIC FINE SAND 41
LITHIC MEDIUM SAND 53
SILTY COARSE SAND 69
SILTY MEDIUM SAND 59
SILTY FINE SAND 48
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12 - Depth scales

TVD (true vertical depth) values can be imported from ASCII files in the Wells application (Wells | Edit | Depth tab).
An example of this file type is:

WELL-1
depth, TVD_SS

4

0.00,-12.50
5010/ =750
10.00,-2.50
15.00,2.50
20.00,7.50
25.00,12.50
30.00,17.50
35.00,22.50
40.00,27.50
45.00,32.50
50.00,37.50
55.00,42.50
60.00,47.50
65.00,52.50

TWT (two way time) values can be can be imported from ASCII files in the Wells application (Wells | Edit | Two-way
time tab). An example of this file type is:

WELL-1
DEPTH, TWT

4

12.00,0.00
13.00,0.47
14.00,1.65
15.00,2.84
16.00,4.04
17.0i0,'5.23
18.00,6.43
19.00,7.62
20.00,8.82
21.00,10.01
22.00,11.21
23.00,12.40
24.00,13.60
25.00,14.80
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13 - Wireline logs

Single or multi-trace wireline logs can be read and displayed in Charts. StrataBugs will read any text file with Depth
and one or more value columns.

Most log files are LAS files and contain a header which StrataBugs cannot read, like the example below which was
generated from OpenWorks. StrataBugs will ignore the header information and start to read from the line beginning
with ~A. (Modified 4 July 2005 to read ~CURVE INFORMATION block)

However, this sometimes means that the columns of data in the file are without titles and there is no way of StrataBugs
knowing which column represents which log type. To overcome this problem it is best to make a copy of the log file
and remove the extraneous information and add the column titles as in the example below. This can easily be
accomplished using Excel or a similar program. Ensure that the first column on the left contains the log depths and is
titled "DEPTH". Other columns can contain values for one or more logs and should be individually titled. These columns
must be equally space-, comma- or tab-delimited. Make sure that the column titles are separated in the same way as
the data!
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When you have completed this clean up process save the file as an ASCII text file.

It is possible to use the Wireline log display feature to display any depth value data such as chemostratigraphic data in
the example below.

To simplify the procedure of locating well logs put them in a folder and set this as the default.

Rename log files If you name the log file using the well code for the filename and the extension "txt" or "asc",
StrataBugs will automatically recognise the file and open it. Of course this will only work if all your values are in a single
multi trace file. You can combine data from a number of files to make a single multi-trace file if you wish.

If you have completed the above process you should be able to open the file and select the log trace to plot in the
Charts application.
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14 - Events

To import events which are not based on taxon names you need only to import a CSV file containing two columns
Depth and Event name.

For events based on taxon names you must first match the taxa against the taxonomic database before the events can
be entered into the events dictionary.
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15 - CP flat file

Special format file from ConocoPhillips.
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16 - XLS workbook (IGD)

Special import format created by Ichron for preparing data to import into ODM. It can now by imported into StrataBugs
as a Workbook.

F4 Microzoft Excel =]
'3 ®a %3 A T ¥a | 4] W §=1 | W Reply with Changes.. End Review... _
NEE® SRy =-@wx: - 76 - B|=_-5-2
File  Edt Wiew Insett Fommat  Tool:  Data Window  Help Type a question for help -

E19 - fx Latest Ehaetian - Hettangian
&l Test well for Stratabugs_xls - |O] x|
A, B % ] E Fo
1 |Age —
2 |Top Depts Bottom Depth Top Boundary Lower Boundary Text
3 |325.00m GES conf conf Unditferentisted
4 GBS G50 conf conf Late Campanian - Early Maastrichtian
a &80 1120.00m conf conf Early Campanian
B [112000m  1202.00m conf uncont Turonian - Santonian
7 [1202.00m 1627 unconf conf Micd Albian - Late &lbian
a 1627 1900 conf conf Early Aptian - Eatly Albian
] 1300 2128 conf conf Hauterivian - Barrermian
10 2128 2265 conf conf Latest Ryazanian - Hauterivian
11 |2265.00m  2345.05m cornf conf “algian - Late Ryazanian
12 |[2345.05m 2377 63m conf conf E. Kimm. - “#alg.
13 [2377 63m 2446 11m conf Lncant Callavian - Cxfordian
14 2446 11m  2496.20m uncon conf Bajocian - Bathonian
15 [2496 20m  2520.03m conf conf Aslenizn
16 [2520.03m  2609.02m conf canf Toarcian
17 |2609.02m  2760.00m conf conf Plienzhachizn
18 |e7E0.00m  2863.27m cont cont Sinemurizn
19 |2863.27m  2952.13m conf poss Latest Rhaetian - Hettangian 1
20 o
21 -
Mo vy Age & Group 4 Formation £ Sequence f Faly Comments £ |4 | HJ_J
Draw= [3  AutoShapes= > s [ 0 4| o3 o . d-A-SE=508 07
Ready Sum=16665 o

The procedure for importing data in this format is as follows:
Ensure that ALL depth values are followed by “m” or not. Mixing styles will result in rejection of data items.

Ensure data in worksheets is correct type. Edit where necessary. (e.g. are there any formations in the Ages
worksheet?)

Display data in Organiser workspace

You may get a warning that some of the IGD data cannot be imported and a list of the rejected units is displayed.
Either proceed without importing them or edit the XLS file (see above) and try again. Intervals with “absent” as
boundary types will be rejected and appear in the list which can be printed.

Datatypes (Sequences, Lithostrat, Chronostrat and Comments) will be displayed in the workspace. Check for any Red
cells. These indicate internal conflicts within the data set which must be resolved before the data can be saved either as
a DEX file or in your database. Exclude or edit data to resolve conflicts
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When all data types display GREEN you may choose to save the data as a DEX file or continue to Match the IGD data
against schemes in your database. You are advised to do the latter.

To save directly as a DEX file select File | Save | as DEX file. OK the next dialog. Provide a suitable name for the file
and press OK.

To match IGD against your database, and thus link IGS units to schemes, select Match | IGD. You may need to set up
IGD schemes first.

Select each IGD type in turn from the drop down list and match the data. (Look at the HELP for more details)

You can now save the data either to your database (in which case you should first match the well (Look at the HELP for
more details) or as a DEX file.

To save the data in your database select File | Save | in database. The data type cells in the workspace will turn white.
To save the data in a DEX file select File | Save | as DEX file. OK the next dialog. Provide a suitable name for the file

and press OK.

Note: By default all samples defining IGD boundaries are imported as LOG samples. Samples to which comments are
attached are imported as Cuttings. You can edit these in Organiser.
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17 - MMS (Minerals Management Service)

Data freely available to download from www.gomr.mms.gov/homepg/pubinfo/freeasci/paleo/freepaleo.html. Covers
wells in the Gulf of Mexico. Either the entire database or periodical updates can be downloaded.

Two files are available for each dataset. First read the header file into the Organiser workspace, then read the data file
without clearing the well list. New wells and versions will be created for data based on a combination of the data
source name and palaeontology report number.

NB There is currently no way of conveniently deleting old data from StrataBugs should you wish to update the data with
a more recent copy.

The data array in both files is too wide to be shown so the examples below are shown line wrapped.

MMS Header file

MMS Palaeo Data file

—
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18 - Core shift

Special application to read Excel spreadsheets containing core depths and shifts. Data should be saved in XLS workbook
format. File is opened by pressing the Read button on the Cored Intervals dialog in Organiser.

#WELL SORE CDEPTH CDEPTH_1 LDEPTH CDEN_1 CKHL_1 CKHLOB_1 CKVL_1 CPOR_1 CPOROB_1 CSOR_1
feet METRES METRES  G/C3 MD MD MD VIV VIV VIV
9_8A-7 1 12319.85019 3755.14 3755.14 0.03 0.003638 - 0.020 0.016630 0.277
9_8A-7 1 12320.85083 3755.44 3755.44 0.11 0.021510 0.08 0.069 0.064307 0.462
9_8A-7 1 12321.85148 3755.75 3755.75 - - - 0.061 0.056523 0.328
9_8A-7 1 12322.85212 3756.05 3756.05 0.21 0.050820 0.21 0.088 0.082794 0.449
9_8A-7 1 12323.84948 3756.36 3756.36 0.18 0.041463 - 0.070 0.065280 0.352
9_8A-7 1 12324.85013 3756.66 3756.66 0.15 0.032555 0.16 0.072 0.067226 0.358
9_8A-7 1 12325.85077 3756.97 3756.97 0.16 0.035471 - 0.067 0.062361 0.378
9_8A-7 1 12327.84878 3757.57 3757.57 0.14 0.029698 0.14 0.063 0.058469 0.347
9_8A-7 1 12328.84942 3757.88 3757.88 0.09 0.016418 0.12 0.062 0.057496 0.381
9_8A-7 1 12329.85007 3758.18 3758.18 0.24 0.060570 - 0.087 0.081821 0.385
9_8A-7 1 12330.85071 3758.49 3758.49 0.19 0.044535 0.07 0.067 0.062361 0.310
9_8A-7 1 12331.85136 3758.79 3758.79 0.22 0.054029 - 0.085 0.079875 0.386

9_8A-7 1 12332.84872 3759.10 3759.10 0.24 0.060570 0.17 0.085 0.079875 0.364



44 Examples of typical import file formats

19 - XML

A prototype biostratigraphic data exchange format. Currently at a development stage and not generally applicable.

20 - XLS abundance with sample splits.

For certain Corelab files. This currently requires a special build in order to run so is not generally available.

21 - SPDC

Standard spreadsheet files with local SIPM codes for micropalaeontology and palynology used by SPDC, Nigeria.

22 - BUGS

Old BP proprietary data format.

23 - IGD Schemes as CSV file

IGD Schemes with data similar to DEX format but in columnar format, can be read and written using the Organiser |
Tools | IGD Schemes | Add/Edit dialog.
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24 - Composite sections

24a - GraphCor files

Imports composite section files created in GraphCor an example of which is shown below.

24b - (FAD/LAD/TAXON NAME)



46 Examples of typical import file formats

25 - Diaxol

Microfossil and palynology from NITG's Diaxol system.
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26 - Diatom CSV

Format used for diatom data by TNO-NITG. Spreadsheets saved as CSV files which have sample depths in the second
row. The third column indicates whether the count is for complete or broken specimens. The taxon genus and species
name may be the full name, or, if here is encoded, the codes must be matched against their taxa in the dictionary
using Match | Taxa in the normal way.

LOCATIE BH-1 BH-1 BH-1 BH-1 BH-1 BH-1 BH-1 BH-1
DIEPTE 1370 1390 1410 1430 1450 1470 1490 1510
ACHN AFFIN HEEL 2 1

ACHN AFFIN FRAGMENT

ACHN DELTL HEEL 3 2

ACHN DELTL FRAGMENT 1 1

ACTC NORMA HEEL 3 2 1 1 9
ACTC NORMA FRAGMENT 2 4

ACTT UNDUL HEEL 1 1 1
ACTT UNDUL FRAGMENT 1

AMPH OVALT HEEL 2 1 2 3

AMPH OVALT FRAGMENT

AMPH OVALIL HEEL 2

AMPH OVALIL FRAGMENT

AMPH OVALIP HEEL 6 3 3 1

AMPH OVALIP FRAGMENT

CALO SCHUM HEEL 1

CALO SCHUM FRAGMENT

CcocC DIMIN HEEL 1 1 1 2 4

COCC DIMIN FRAGMENT

COoCC DISCL HEEL 1 1 3 5 1
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27 - CSV IGD - various formats
Files read from within Organiser, IGD data display dialog, "Read" button. There are three formats here:

Well/Depth/Interval e.g.

Well, depth, interval
StrataBugs-1, 100.00, Albian
StrataBugs-1, 200.00, Aptian

In the above instance, each IGD interval would become a "spot" interval with top and base depth at the same given
depth.

CSV depth/Interval e.g.

Sample, Sequences
1146"',Seql30_C_Sand
1272"',Seql30_B_Sand
1335',Seql30_A_Sand
1434',SB_130
1463"',Seql20_G_Sand

In the above instance, each IGD interval would become a "spot" interval with top and base depth at the same given
depth.

Well/pick/age/depth files (from OpenWorks) e.g.

WELL_UWI, PICK_SURF_NAME, PICK_DEPTH, AGE, DATA_SOURCE
StrataBugs-1, TO1IMFS335,1758.157,25.05,ROSE
StrataBugs-1, TOIMFS320,1813.5389,28.45, ROSE
StrataBugs-1, TO1IMFS290,1914.814,32.5,ROSE
StrataBugs-1, TEoMFS235,1971.9725,44.5, STAT

In this instance the intervals are created as "spot" intervals as above. The age at each sample depth is assigned to the
sample age. This is visible using the Age table in Samples or by pressing the Ages button from the Sample Display
dialog in Organiser.

CSV Depth/Comment files e.g.
Depth, Comment
100, Top sample

200, Influx

The above file can be read into Biostratigraphic Comments in Organiser from the Read Button of the Biostratigraphic
Comments display dialog.



